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Figure 3 A 
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Figure 4 
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Figure 5 
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Figure 6 
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Figure 7 
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Figure 8 
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Figure 9A 
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Figure 10A 
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Figure 11A 
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Figure11C 



0.75 



Ratio of fluorescence intensity minus 
Y-intercept values 



CO 

U) 
c 

£ 
g 

o 
o 



0.70- 
0.65- 
0.60- 
0.55- 
0.50- 



0.45- 



0.40- 



200 400 600 800 
Protein concentration (ng) 



1000 



1200 



13/16 



Figure 12A 
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Figure 12C 
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Figure 13 
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Figure 14 
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